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EmbB geneA B S T R A C T
Introduction: Mutations in embB gene, especially those in ethambutol resistance-
determining region (ERDR), are known as ‘‘hot spots”. These mutations have frequently
been reported in EMB-resistant M. tuberculosis isolates, using the Sequence analysis as a
precise and effective method. The aim of this study was to detect mutations in embB gene
associated with resistance to ethambutol in Mycobacterium tuberculosis strains isolated
from TB patients in the west of Iran (2014–15).
Material and methods: This study was performed on smear-positive patients of the west side
of Iran, in the TB research center located in Kermanshah city, during 2014–15. Out of 1069
strains of Mycobacterium tuberculosis, 50 strains with pulmonary TB were selected and eval-
uated (22 men and 28 women; aged between 23 and 86; median age: 54.5 years).
Results: Mutation in the embB gene was detected in all of the seven EMB-resistance isolates
and five (42.71%) cases of them were MDR. The most frequent substantiation of amino acid
occurred at the codon 306 in six (64.85%) of the EMB-resistant isolates. The Met306Val sub-
stitution resulting from an A?G transition was detected in three (42.85%) EMB-resistant
isolates; and the Met306Ile substitution, due to a G? A transition was also detected in
three (42.85%) resistant isolates. No mutations at the embB gene were detected in suscep-
tible strains.
Conclusion: Our results were similar to those that were regularly reported in earlier studies.
The only mutations in the EMB-resistant isolates were found in embB 306 and 406 codons.
Substantiation amino acids at codon 306 were the most frequent. The data indicated that
embB 306 mutations are sufficient to induce ethambutol resistance, and detection of these
mutations is advisable to be considered in the development of rapid molecular tests.
Sequence analysis of the ERDR in the embB gene is adequate for rapid detection of EMB resis-
tance, and mutations in the codon 306 are good predictive markers for resistance to EMB.Kurdistan
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